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7 polymorphic SSR loci for European population 

(Ivors et al. 2006; Vercauteren et al. 2010) 

P. ramorum genotyping 

228 isolates (2002-2011) 78 trade; 150 managed environment 



SASA © Crown Copyright 

number of outbreak sites per genotype
1 2 (MG32)

28 (MG6) 3 (MG1)

12 (MG5) 11 (MG18)

17 (MG44) 9

5 (MG26) 7 (MG22)

18 19

4 (MG13) 6 (MG3)

8 26

10 MG45) 13 (MG7)

27 16

14 (MG60) 21

22 23 (MG53)

24 (MG21) 25 (MG19)

15 (MG10) 20

29 30 (EU2)

Scottish genotypes 
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Scottish genotypes 

Findings in trade 

Findings in managed environment 

evolutionary relationships 

EU2 
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Local genotyping 

• All genotypes unique to Scotland 

• Genotype 29 unique in Scotland 
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 18 64 133 145a 145c 82a 82b 
allele 1 2 1 2 1 1 2 1 2 1 2 1 2 

9     -3        -2 
19    +1 -3        -2 
29    +6 -3        -2 
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Tracking 

genotype 9 

genotype 19 

Benmore 
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• A new European lineage was found at one 

outbreak site 

Summary 

• 30 genotypes within 228 Scottish isolates of P. 

ramorum  

• 51% of all isolates belong to genotype EU1MG1 

• 13 genotypes were unique to Scotland, 10 

genotypes were site specific indicating local 

evolution. 
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Summary 

• The genetic diversity has decreased in the 

nursery population but increased in the 

environment. 

• The genetic diversity is higher in the environment 

than in the nursery population 

• Most outbreak sites have more than one genotype 

present 

• Rare genotypes allow a certain level of tracking 


