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The 2015 detection of the Phytophthora ramorum EU1 lineage in Oregon forests 
represents a new threat to sudden oak death management in Curry County. Effective 
control of EU1 requires knowledge of how its regional epidemiology compares to that of 
the NA1 lineage. EU1 may be more aggressive and spread at a faster rate than has been 
observed over the 17 years NA1 has been managed in Oregon forests. EU1 may also 
infect some hosts, notably conifers, at a greater frequency.   
 
To assess any differences between the two lineages, we compared disease trajectories in 
forest sites recently infested with either the EU1 or NA1 lineages. Seven sites for each 
lineage were sampled in the spring and summer of 2017 and 2018. We established 20 x 
10 meter transects in four directions upslope, downslope, and laterally along the slope, 
centered on the presumed source of inoculum contributing to secondary spread.  In 5 m2 
plots (representing distance intervals 0-5, 5-10, 10-15, and 15-20 m from the center of the 
site), we noted which plant species were present and collected symptomatic, understory 
foliage of all known hosts. Lesions were plated in selective media to confirm infection by 
P. ramorum. If the EU1 lineage were more aggressive than the NA1 lineage, we 
predicted the pathogen would be recovered more frequently at any single distance, and be 
recovered at a further distance in EU1 sites than in NA1 sites. 
 
Phytophthora ramorum was not significantly more widespread at EU1 sites than at NA1 
sites. Disease incidence was greatest close to the center of the site for both lineages; 
recovery declined for both lineages with increasing distance at identical rates.  Infection 
frequencies were either similar for both lineages or greater at NA1 sites at all distance 
intervals. Tanoak (Notholithocarpus densiflorus) and evergreen huckleberry (Vaccinium 
ovatum) were the two most commonly infected hosts, and were found infected in near-
equal frequencies for both lineages. Of the 19 other hosts collected, P. ramorum was only 
recovered rarely from bay laurel (Umbellularia californica), sword fern (Polystichum 
munitum), and salal (Gaultheria shallon). Neither lineage was isolated from understory 
conifer branches or seedlings.   
 
Despite documented differences in virulence and sporulation capacity between the two 
lineages in laboratory trials, both appear identical in their capacity to cause disease during 
early infestation stages. Further investigation should be considered should epidemic 
trajectory diverge between the two lineages as sites are left untreated.     
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